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Arginine	nucleotide	code.	Amino	acid	code	for	arginine.	Arginine	dna	code.

Standard	rules	for	translated	DNA	information	into	protein	in	a	standard	RNA	codonic	table,	configured	by	wheels,	can	use	the	genetic	code	code	table	to	convert	amino	acids.	[1]	[2]	The	standard	genetic	code	is	traditionally	presented	as	the	RNA	code	table,	because	when	the	protein	in	the	cell	is	made	of	ribosomes,	the	synthesis	of	protein	is
stimulated	by	the	messenger	RNA	(MRNA).	[2]	[3]	The	MRNA	sequence	is	determined	by	the	DNA	genomic	sequence.	[4]	In	this	context,	the	standard	genetic	code	is	called	translation	Table	1.	[3]	It	can	also	be	viewed	in	the	Codonic	DNA	table.	DNA	codes	given	in	these	tables	are	found	in	the	DNA	sensory	circuit	and	are	arranged	in	the	3	²	direction
in	the	direction	of	3	².	Depending	on	the	genetic	source	of	the	code,	various	tables	with	alternative	codes	such	as	cell	nucleus,	mitochondria,	plastide	or	hydrogenomas	are	used.	[5]	The	genetic	code	below	and	the	table	contain	64	different	codes;	The	amino	acid	is	most	marked.	[6]	Three	sequences:	UAG,	UGA	and	UAA,	known	as	the	STOP	codon	[1.
Note]	There	is	no	basic	amino	acid,	but	instead	signals	the	release	of	future	ribosom	polypeptide.	[7]	The	sequence	of	standard	code	becomes	read	as	methionine	can	be	an	initial	codon	and	in	combination	with	sequences	such	as	the	initiation	factor	offers	translation.	[3]	[8]	[9]	In	rare	cases,	the	initial	code	-up	may	also	include	you	or	UUG	to	the
standard	code;	These	codes	usually	relate	to	walina	and	leucine,	but	are	translated	as	initial	codes	such	as	methionine	or	formilmeciain.	[3]	[9]	The	standard	table	of	the	first	tables	can	be	used	to	transform	a	triple	nucleotide	into	an	appropriate	amino	acid	or	appropriate	signal,	if	it	is	an	initial	or	final	codon.	The	second	table,	according	to	the
inverted,	is	the	opposite:	it	can	be	determined	using	the	possible	triplet	code	if	the	amino	acid	is	known.	Because	the	same	amino	acid	can	be	coded	by	several	codes,	in	some	cases	the	international	name	of	nucleic	acid	(IUPAC)	was	given.	1	Translation	table.	Standard	Codon	Codon	Codon	Codon	Table	Biochemical	Properties	Non	-dependent	acid:
suspension	codon	*	Initiation:	Possible	standard	genetic	code	starting	code	[1]	[1]	[10]	Phase	1	Ucu	(cheese/s)	UAU	(Tyr/Y	)	tyrosine	UGU	(cys/c)	cysteine>	uac	uac	c	uua	(leu/l)	leucin	uca	uaa	stop	(Ochra)	*[2.	Note]	STOP	(OPAL)	*[2.	NOTE]	UCG	UAG	STOPHere	is	a	list	of	standard	rules	for	converting	DNA	into	encoded	information	in	protein.	A
standard	table	of	codon	RNA	arranged	in	a	wheel	can	be	used	to	convert	the	genetic	code	into	amino	acid	sequence.	[1]	[[1]	[2]	The	standard	genetic	code	is	traditionally	displayed	as	codony	di	RNA	because	when	protein	in	the	cell	is	made	in	ribosomes,	an	RNA	courier	(mRNA)	guides	protein	synthesis.	[2]	[3]	mRNA	sequence	is	determined	by
genome	DNA	sequence.	[4]	In	this	context,	Table	1	of	the	translation	of	the	standard	genetic	code	is	called.	[3]	You	can	also	represent	the	DNA	codon	in	the	table.	The	DNA	codes	in	these	pictures	are	arranged	at	the	end	of	the	DNA	meaning	and	at	5	²-3.	Based	on	the	source	of	the	genetic	code,	several	tables	with	alternative	codes	are	used,	such	as
the	cellular	nucleus,	mitochondria,	weeping	or	hydrogenosome.	[5]	The	genetic	code	has	64	different	codes	and	subsequent	tables;	The	most	cited	amino	acid.	[6]	UAG,	UGA	and	UAA,	known	as	Stop	Codoni,	three	sequences,	[1.	Note]	Report	the	release	of	the	resulting	RBI,	which	is	not	coded	for	amino	acids,	but	rather	the	resulting	polypeptide.	[7]
The	standard	code	grows	in	the	order	read	as	methionine	and	begins	translation	with	sequences	as	the	starting	factor.	[3]	[8]	[9]	In	rare	cases,	the	original	codes	in	the	standard	code	are	GUG	or	Uuga;	These	codes	usually	show	valinas	and	leucine,	but	the	original	codes	are	translated	to	methionine	or	formate.	[3]	[9]	The	first	table	-	the	standard
table	-	can	be	used	to	convert	nucleotide	triplets	into	reporter	amino	acids,	or	in	a	suitable	signal	if	it	is	a	start	or	arrest	codon.	The	second	table,	called	the	reverse	correct,	does	the	opposite:	if	the	amino	acid	is	known,	it	can	be	used	to	lower	the	possible	triplet	code.	Because	several	codes	can	encode	the	same	amino	acid,	in	some	cases	the
International	Union	of	Applied	Chemistry	(IUPAC)	nucleic	acid	designation	is	given.	acid	acid	acid	acid	acid	acid	acid	acid	acid	acid	acid	acid	acid	-polar	polar	polar	polar	polar	polar	polar	biochemical	properties	Table	1:	Table	1:	Suspension	of	the	codon:	codon	possible	standard	genetic	code	[1]	[10]	1].	2	base	base	3A	base	end	c	a	g	u	uuu	(phe/f)
phenylalanine	end	(sera/s)	Serina	Uou	(tyr/y)	tyrosine	flu	(cys/c)	cysteine	​​UUC	kings	ugc	uua	(leu/l)	leucina	end	to	end	uaa	stop	(SENCE	)	[2.	Note]	UGA	Stop	(Opal)	*[2.	Note]	AUCG	UCG	UG	DUR*[Note	2]	UGG	(TRP/W)	TRIPTOFAN	G	C	Cuu	CCU	(Pro/P)	Proline	Cau	(HIS/H)	Histydyna	CGG	(Arg/R)	arginine	A	CUC	CCC	CCC	CGC	C	CGC	C	CGC	CCA
CCA	Ca	Ca	Ca	(GLN/GLN/GLN/GLN/GN/R)	)	Q)	glutamine	cga	a	cug	cug	ccg	cg	cg	g	a	auu	(quantum/s)	isoleucine	Acu	(thr/t)	Treonin	aau	(ASN/N)	Asparagin	Agu	(cheese/s)	Serine	U	AC	AC	AAC	AAC	AAC	AAC	AAC	AAC	AAC	AAC	AAAA	AAA	AAA	AAA	AAA	(lys)/k)	lysin	AGA	(arg/r)	arginine	A	August	(Met/m)	methionine	ACG	AGG	G	GUU	(Val/V)	Walina
GCU	(Ala/a)	Alanin	Gav	(ASP/D)	Asparagine	Acid	-	GGG	(GGU/)	g)	Glycine	U	GUC	GCC	GCC	GGC	C	Gua	GAA	GAA	(Glu/E)	Glutamo	Acid	-	GGA	A	GUG	GUGG	GGG	G	reverse	RNA	Codon	Codon	table	for	standard	genetic	code	(compressed	using	IUPAC	concept)	[13]	,	GCU,	GCC,	GCA,	GCG	GCN	O,	AUU,	AUC,	Aua	Auh	Arg,	R	CGC,	CGC,	CGA,	CGG;	Aga,
add	cgn,	agr;	o	CGY,	ma	leu,	l	cuu,	cuc,	cua,	cug;	Uua,	uug	cun,	uur;	while	cuy,	yur	asn,	naau,	aac	aay	lys,	k	aaa,	aag	aar	asp,	D	Gav,	Gac	Gay	Met,	M	August	Asn	ASP,	B	aau,	AAC;	GAC	Ray	Phe,	F	UUU,	UUC	UUC	CSS,	C	UGU,	UGC	UGY	PRO,	PC	CCU,	CCC,	CCA,	CCG	CCN	GLN,	Q	CAA,	CAG	CAA,	S	UCU,	UCC,	UCG,	UCG;	AGU,	AGC	UCN,	AGY	GLU,
E	GAA,	GAG	GAG	GAR	THR,	T	Acu,	ACC,	ACA,	ACG	ACN	GLN	or	GLU,	CAA,	CAG;	GAA,	GAA,	GAG	SAR	TRP,	W	UGG	GLY,	G	GUG,	GGC,	GGA,	GGG,	GGG	GGN	TIR,	Y	UAU,	UAC	UAY	HIIS,	H	CAU,	HIS,	CAC	CAC	CAY,	V	GUU,	GUC,	GUG	Day,	UAG	URA,	URA,	Standard	UAR	DNA	Codon	Table	Non	-Beoline	Amino	Acid	Biochemical	Properties	Acid
Halteric	Acid:	STOP	CODON	*	Initia:	Possible	Education	Code	Start	Start	Standard	Genetic	Code	[14]	[Note]	[Note]	[Note	3]	1.	Principle	3.	Principle	3.	Principle	T	C	A	G	TTT	(PHE/	PHE/	PHE/	PHE/	PHE/	PHE/	(F)	phenylalanine	TCT	(cheese/s)	Serine	Dad	(Tyr/Y)	Tyrosine	TGT	(CYS/C)	Cysteine>	TTC	TCC	TCC	TGC	C	TA	(LEU/L)	Leucin	TCA	TAA	STOP
(Ochra)	*	[Note)	*	[Note)	*	[Note)	*	[Note)	2]	TGA	STOP	(OPAL)	*[ATTENTION	2]	A	TTG	TCG	TAG	STOP	(Amber)	*[Note	2]	TGG	(TRP/W)	troptofan	GC	CTT	CCT	(PRO/P)	Prote	Cat	(His/H))	Histydyna	CGT	(Arg/r	arginine	T	CCC	CCC	CGC	CGC	C	CA	CAA	CAA	(GLN/Q)	Glutamine	CGA	A	CGG	CCG	CAG	CAGG	GG	G	A	Att	(Quantum/i)	ACT	Izoleucin	(Thr/t)
tronin	aat	(ASN/N)	asparagine	AGT	(ASN/N)	SER/s/s)	Serinin	T	ATC	ACC	AAC	AAC	C	Ata	AA	AAA	(LYS/K)	Lisino	AGA	(ARG/R)	arginine	A	(ME	t/m)	methionine	ACG	AAG	A	GG	G	G	G	G	GTT	(Val/V)	Walina	GCT	(Ala)/A)	A	Lanin	Gat	(ASP/D)	Asparagine	Acid	-	GGT	(GLY/G)	GLICIN	T	GLICIN	T	GTC	GCC	GAC	GAC	GAC	GC	GAC	GC	GC	GC	GC	GC	GC	GC
GC	GC	GC	GC	GC	GC	GC	GCA	GCA	GCA	(GLU	/	E)	Glutamic	acid	-	GGA	A	GTG	GCG	GGG	G	reverse	DNA	codon	table.	Reverse	standard	genetic	table	(using	IUPAC	marking)	compressed)	[13]	codes	amino	acid	DNA	DNA	amino	acids	amino	acid	DNACompressed	ALA,	A	GCT,	GCC,	GCA,	GCG	GCN	IT,	IT,	ATC,	ATA	ATH	Arg,	R	CGT,	CGC,	CGA,	CGG;
Yes,	AGG	CGN,	AGR;	or	CGY,	MA	Leu,	L	CTT,	CTC,	CTA,	CTG;	TTA,	TTG	KNT,	TTR;	Or	cty,	ytr	asn,	naat,	aac	ay	lys,	k	aaa,	aag	aar	bolen,	d	gat,	gac	gay	met,	matg	asn	or	bolen,	b	aat,	aac;	Gat,	Gac	Ray	Phe,	F	TTT,	TTC	TTY	CSS,	C	TGT,	TGC	TGY	PRO,	PC	CCT,	CCC,	CCA,	CCG	CCN	GLN,	Q	CAA,	CAG	CAR	SERE,	STCT,	TCC,	TCA,	TCG;	AGT,	AGC	TCN,
AGY	GLU,	E	GAA,	GAG	GAR	THR,	T	Act,	ACC,	ACA,	ACG	ACN	GLN	or	GLU,	ZAA,	CAG;	GAA,	GAG	SAR	TRP,	W	TGG	GLY,	GGT,	GGC,	GGA,	GGG	GGN	Tyr,	Y	TAC	TAY,	H	CAT,	CAC	CAY	VAL,	V	GTTC,	GTA,	GTG	GTG	GTG	GTG	GTG	GTG	START	ATG	STOP	TAA,	TGA,	TAG	TRA,	Alternative	Tar	Codons	In	other	translation	boards	Additional	information:
List	of	genetic	codes	was	once	thought	that	the	genetic	code	is	universal:	[16]	The	codon	encodes	the	same	amino	acid	regardless	of	the	body	or	origin.	However,	it	is	currently	recognized	that	there	is	an	evolutionary	genetic	code	[17],	which	determines	the	way	the	codon	is	translated	depending	on	the	genetic	source.	[16]	[17]	For	example,	in	1981,
it	was	found	that	the	Aua,	UGA,	Aga	and	AGG	cod	codes	coding	system	in	mitochondria	mammals	differs	from	the	universal	code.	[16]	This	may	also	apply	to	STOP	codons:	UAA	and	UAG	codeling	protozoa	cod	in	the	universal	STOP	for	glutamine.	[17]	[Note	4]	The	following	alternative	codes	include	the	following	table.	Biochemical	properties	of	amino
acid,	non	-polar	acidic	end:	STOP	codon	*Comparison	of	translation	of	codes	with	alternative	and	standard	genetic	codes	[3]	Table	8	(plant	chloroplasts).	Mitochondrial	vertebrates	2	AGA	AGA	STOP	*	ARG	(R)	AGG	STOP	*	Arg	(r)	AAA	AUA	MET	(M)	how	much	(I)	TGA	UGA	TRP	(W)	stop	*	Mitochondrial	yeast	3	AUA	MET	(M)	how	much	(I)	ctt	CTT	CUU
THR	(T)	LEU	(L)	CTC	CUC	THR	(T)	LEU	(L)	CTA	CTA	CUA	THR	(T)	LEU	(L)	CTG	CUG	THR	(T)	LEU	(L)	TGA	TGA	TRP	(W)	STOP	*	CGA	CGA	CGA	CGA	CGA	CGA	CGA	CGA	CGA	CGA	CGA	CGA	CGA	CGA	CGA	has	no	ARG	(R)	CGC	CGC	(R)	mold,	protozoa	and	intestinal	mitochondria	+	mycoplasma	/	Spiroplasma	4	TGA	TRP	(W)	stop	*	includes	translation
7	Table	(	kinetoplasty).	Mitochondria	invertebrates	5	aga	aga	chees	(s)	arg	(r)	arg	(r)	Agg	aggg	serg	(r)	ata	aua	met	(m)	how	much	(i)	tga	uga	trp	(w)	stop	*	stop,	ai	-wasid	and	hexcomite	newer	6	taaa	uaa	gln	(	Q)	stop	*	tag	uag	gln	(q)	stop	*	ecinoderms	and	replaceLYS	(K)	Aga	Aga	Ser	(S)	ArGG	AGG	AGG	AGG	SER	(S)	Arge	(R)	Tga	Uga	Trp	(W)	Stop	*
Euplotinnn	10	tga	Uga	Cys	(C)	Stop	*	Bacteria,	Archeeeael	and	Translation	Magic	Translation	Plastic	Alternative	1	HEFE	Kern	12	CTG	Cug	SR	(S)	Leu	(L)	Ascidian	Mitochondrial	13	AGA	AGA	Gly	(G)	AGG	GLY	(G)	ArG	(R	UGA	TRP	(W)	STOP	*	Alternative	Plattwurm	Mitochondria	14	AAA	AAA	AAA	AAA	AAA	AAA	AAA	AAA	(N	)	Liys	(K)	AGA	AG	(R)	AGG
AGG	ARG	(S)	Arge	(R)	Taa	Uaa	Tia	(Y)	Stop	*	Tga	Uga	Trp	(S)	W)	Stop	*	Nuclear	Nuclear	15	Days	UAG	GLN	(Q)	STOP	*	NO	November	18,	2016:	Not	included	in	the	NCBI	update.	Just	like	Table	6	of	the	translation.	Chlorophy	Mitochondria	16	days	Leu	(L)	Stop	*	Trematode	Mithogries	(S)	Ar	(R)	AAA	AAA	ASN	(N)	Lily	(K)	11.	Pterobranchia
Mitochondria	(A)	Leu	(L	*	Tag	UAG	GLN	(Q)	Stop	*	TG	UGA	Uga	Uga	Uga	Uga	Uga	Uga	Uga	Uga	Stop	*	or	Trp	(W)	Stop	*	Condylostoma	Nucleus	28	TAA	UAA	STOP	*	or	GLN	(q)	Stop	Stop	*	or	Gln	(q)	Stop	*	Tga	Uga	Stop	*	Be	Trp	(W)	Stop	)	*	kernel	mesodine	stop	*	Tag	UAG	GLAS	(E)	Judgment	*	Blastocrithidia	Kern	31	TAA	UAA	STOP	*	or	glu	(e)	â
STOP	*	TAG	stop	*	or	glu	(e)	â	STOP	*	tga	uga	trp)	STOP	*	cefalodidae	mitochondria	code	33	33	Aga	Ser	(S)	with	(S)	with	(R)	Like	the	translation	table	24.	AGG	AGG	AGG	AGG	AG	LYS	(K)	Argo	(R)	taa	uaa	tir	(y)	stop	*	tga	uga	trp	(w)	stop	*	also	list	also	also	list	also	Biology	Biology	Portal	Biolformatics	Code	Codon	Anyone	who	stops	Codon,	UAG	is
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